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Diffraction images were processed using the software package SAINT+, 3 and data were corrected for absorption by the multiscan semi-empirical method implemented in SADABS. 4 The structure was solved using the algorithm implemented in SHELXT-2014, 5 which allowed the immediate location of almost all of the heaviest atoms composing the molecular unit of the three compounds. The remaining missing and misplaced non-hydrogen atoms were located from difference Fourier maps calculated from successive full-matrix least-squares refinement cycles on F 2 using the latest SHELXL from the 2014 release. 6 All structural refinements were performed using the graphical interface ShelXle. 7 Hydrogen atoms bound to carbon were placed at their idealized positions using appropriate HFIX instructions in SHELXL: 43 (aromatic carbon atoms) or 137 (for the terminal methyl group). These hydrogen atoms were included in subsequent refinement cycles with isotropic thermal displacements parameters (U iso ) fixed at 1.2 (for the former family of hydrogen atoms) or 1.5×U eq (solely for those associated with the methyl group) of the parent carbon atoms. The hydrogen atom associated with the hydroxyl group was directly found from difference Fourier maps and it was included in the final structural model with the O-H distance restrained to 0.95(1) Å and the isotropic thermal displacement parameter (U iso ) fixed at 1.5×U eq of the parent oxygen atom.
The last difference Fourier map synthesis showed the highest peak (0.243 eÅ -3 ) and the deepest hole (-0.239 eÅ -3 ) located at 0.83 and 0.49 Å from H7A and H7B, respectively. Structural drawings have been created using the software package Crystal Impact Diamond. The following ALERTS were generated. Each ALERT has the format test-name_ALERT_alert-type_alert-level. Click on the hyperlinks for more details of the test.
